
Phylogeny methods based on distance matrices

- Clustering algorithms, based on distance matrices, are in the program of the
parallel course 582670 Algorithms for bioinformatics.

- During this course, Biometry and bioinformatics II, lecture time will not be
devoted to this topic. Instead, you are supposed to read the chapter (20
pages) copied here from the book Lemey et al., The phylogenetic handbook,
2009, www.cambridge.org/9780521877107

- In addition to clustering methods, this book chapter includes also other
general issues, such as bootstrapping, basics of model choice.








































